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Analysis of epigenome infertiity mechanism by the state-of-art single cell and
ultrtrace histone modification methods
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Spermatogonial stem cells adopt a mitotic mode in which intercellular
bridges are present due to incomplete cytokinesis. Therefore, only one spermatogonia is a stem cell
and two or more connected spermatogonia are considered progenitors that have lost their stem cell
activity. On the other hand, advances in genome-wide gene expression analysis and marker studies
have begun to reveal the heterogeneity of undifferentiated spermatogonia. In this study, the scNMT
method, the latest comprehensive single-cell analysis, was adopted from overseas and applied to
elucidate the actual situation of undifferentiated spermatogonia. The existence of a group of H3K4
methyltransferases has also been reported. The functional analysis of these molecules in
undifferentiated spermatogonia was carried out in collaboration with an overseas group that had
extensively genetically modified these molecules.
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