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Comprehensive analysis of monkey malaria in wild macagues and search for host
factors that regulate host specificity
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Previous surveys conducted by the National Primate Center of Thailand had
revealed that cynomolgus monkeys living in the vicinity of a certain temple were highly infected
with Plasmodium cynomolgi. Therefore, samples were collected from monkeys originating from this
temple area during regular health checkups at the center. The samples were to be analyzed in
Thailand using MinlION, but due to the coronavirus outbreak, sufficient experiments could not be
conducted, so we asked a collaborator in Thailand to analyze the samples, and the analysis is now
underway. In addition, the presence or absence of malaria infection was examined by genetic testing
of hamadara mosquitoes collected in the vicinity of the temple. Although the presence of malaria
infection could not be detected by the usual PCR method, it was possible to confirm infected
mosquitoes by ddPCR.
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