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Relationship between microbiota changes on the epithelium and onset of
epithelial infectious diseases caused by HIV infection, and application to
palliative care against the diseases
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In collaboration with Cameroon and the United States, we investigated the
relationship between HIV infection and changes in skin microbiota composition in Cameroon.
In order to understand the characteristics of the composition of Cameroonian skin microflora, a
comparative study was conducted with that of Japanese skin microbiota. As a result, it became clear
that the composition differs greatly between the two.
Next, we examined the composition of the skin microflora in Cameroonians between healthy,
HIV-infected, and AIDS patients. HIV-infected Cameroonians had higher skin microbiome alpha
diversity and significantly altered beta diversity. In addition, HIV-infected individuals had
increased prevalence of Micrococcus and Kocuria, and significantly decreased prevalence of
Cutibacterium.
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