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Development of stress tolerant legume crops by Neo-domestication
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Neo-domestication

The aim of this study is to reverse the conventional idea of conferring
stress tolerance to crops and develop new stress tolerant crops by conferring domestication traits
to wild species. To speed up the process, this study identified three candidate genes responsible
for three domestication traits in legume: loss of seed dormancy, loss of pod shattering, and organ

gigantism.
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