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WIER O (3530) :  As the first commercially valuable fish species, tora-fugu
(Takifugu rubripes) genome was sequenced. We tried to utilize this geneme
information for improved breeding of this species. We fond specific loci
responsible for each phenotypes, such as body size, scale development, resistance
against a specific parasite, and behavioral patterns, using inter-species
hybridization among 7Takifugu species. In addition, we found sex determination
gene, and developed sex control system of this species, in which male is more
valuable.
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2010 4 22,600,000 6,780,000 29,380,000
2011 23,300,000 6,990,000 30,290,000
2012 4B 22,800,000 6,840,000 29,640,000
Rt 146,600,000 43,980,000 190,580,000
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