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FZER R OEE (3£30) : We have developed a novel human artificial chromosome (HAC)
system to investigate the epigenetic state of chromatin by applying a fusion-protein
tethering system. We found that altering the HAC centromere chromatin to a more
heterochromatic with the tTS transcription silencer or histone methyl transferase (Suv39h)
caused mis-segregation of the HAC by losing kinetochore structure. Otherwise, histone
acetyl transferase (HAT) fusions enhanced hyper-assembly of kinetocore components,
indicating that a dynamic counterbalance is essential for mammalian kinetochore
assembly.
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