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HEZHSTWDLI ERALMNERST,

MR OBEEE (3£32) : The study has demonstrated the novel mechanisms of left-right axis
formation and late dorsoventral patterning using medaka developmental mutants. First,
medaka left-right mutants have identified the novel cytoplasmic protein, Ktu required for
axonemal dynein assembly together with molecular chaperons. Furthermore, the
un-characterized membrane protein Pkd1l1 was found to serve as a flow sensor on motile
cilia in the node region at an initial step of left-right determination. Finally, zic1/zic4 have
crucial roles in dorsoventral patterning of the trunk region and in tail morphogenesis.
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