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WFZERC R OMEEE (J30) : Gene Regulation is controlled by binding of regulator proteins
to DNA and positioning of nucleosome structures. We have developed a method that can
predict nucleosome positions based on the physico—chemical properties of DNA sequences.
The predicted distributions of nucleosome positions around transcription start sites of
yeast genes indicate that transcription patterns of the genes can be classified into five

groups. In addition, GC content was highly correlated with the distribution of
nucleosomes.
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