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WFZERC R OMEEE (Z30) :© We investigated the expression pattern of the established EGTC
mouse lines by X—gal staining. We have analyzed 84 mouse lines, and opened expression
patterns of 67 clones. In many case, multiple organs showed strong expression of beta—geo
protein. There are almost no relationship between X-gal staining results and TPM
(transcripts per million) scores of the EST profile (Unigene). This finding shows the
importance of actually monitoring the expression pattern of the reporter gene, when we
consider it as promoter resources to produce transgenic mice.
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iliams-Beuren syndrome chromosome region Whscr16 lale /

11.05.12 21-W:
2011.0512 21-W333 64 1 iog (human) Female

Male /

2011.0509 21-W359 nonhomologous end-joining factor 1 Nhejl 1737
Female

Male /

2011.04.22 21-W377 zinc finger protein 13 Zfp13 1695
Female

Male /

2011.04.22 21-W358 supervillin svil 1692
Female

Male /

2011.0422 21-W371 angiogenin, ribonuclease, RNase A family, 5 Ang 1693 [0

Male /

2011.04.22 21-W392 RIKEN cDNA 6820431F20 gene
Female

6820431F20Rik 1696

Male /
Female

2011.04.14 21-W199 Dicer1, Der-1 homolog (Drosophila) Dicer1 1689
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