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WP S OB (#30) : To explore the function of orphan snoRNAs that are localized in
mammalian cell nucleus, we succeeded in optimization of nuclear RNA knockdown using
chemically-modified antisense oligonucleotides. The site-specific RNA methylation activity
of 0-snoRNP was demonstrated using RNA polymerase I-driven reporter construct. The
putative targets of 0-snoRNAs were identified from the data of RNA-seq analysis using the
RNA samples prepared from o-snoRNA-depleted cells. The novel RNA species were
identified from the RNA-seq data of the purified nuclear Cajal body.
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