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The roles of the Lats1/2 and KBG complexes that connect centrosome cycle and M phase are
analyzed. We found that Lats1/2 kinase links the signal emitted from centrosomal Aurora A to Aurora B
kinases and that the he signal emitted from centrosomal Chkl kinase to CDC25, an M phase
phosphatese, thereby connecting the centrosomal signal to the M phase regulatory machinery. Moreover,
we showed and pointed out that the centrosomal GAK regulates PP2A B’y that may control the
phosphorylation states of certain M phase targets.
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