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We have cloned vasa, 52Sp50, cypl9a, dmrtl, foxl2 gene from Hon-moroko (Gnathopogon
caerulescens). The expression level of 42Sp50 gene, which are know as an oocytes specific
gene, gradually increased as sex—differentiation process was advanced and significantly
differed among individuals. From these facts, we recognized that the 42Sp50 gene was a

good indicator for female and that the individuals expressing 42Sp50 gene must be female.
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FCREAZEDZ L A THESBICE S
THEEZLNTWAEMLT ( vasa, foxl2,
cypl9a, 42Sp50, dmrtl) ZHEEL . Z0iE
RPN ERETDHE EHIT, JREEBEE IO
BASMEBETO, Z5&E B OB % T
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T total RNA Zfili L7z, 71 ha—/LiT A
— I —DOHELES 5 HiEE W,

(2) 72 7L — P cDNA D{EH

FHH L7= total RNA % SuperScript 11
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7L —hk& LT, RT-PCR #1772, PCR
I%. Advantage 2 Polymerase Mix & A\, X
JE ST 96°C 2 43, 96°C 30 B - 60°C 30 b -
72°C 45 Fb%& 35 YA 7 L, 72°C 343 THT -
72o MDA DNA Wr % B-4 L [RIEED FIET
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DNase (Promega)(Z X % DNase JLERIZHEL 7=,
WK&M%@@%A@@M%?/?V~F
WLTATERHFLET T A ~w—I12LD
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ﬁﬁb VEELATRD HIL, FORBLEIZHMES
%/E\: iwu&b gﬂiﬁz’hoﬁo iﬁ_\ _ﬂi“ﬂ:
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Cypl9a 7 X / FEREs & s W AR 2 7R L7z,
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BICBWTHEIY bW EERAER S
7o TNETITITONEZET 7 0 v,
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