#&=X C-19
HEMREMHBIEHRRRBREE

FRk2 34 6H 10 HIE

MZEiEE - EBHEB)
FFZSEAR - 2009~20011
EREES - 20390266
MERERL (FIX) Lims/ 2V RICKDHEMFEZBDARE - ZEHENS FORE
HZCERRE4 (3EXX) ldentification of gene targets for molecular diagnosis and therapeutics
in hematopoietic malignancies based on advanced genomics
MEREKE
NI =] (0GAWA  SEISHI)
HRKE - EFEMERR - $5EESR
MEEES : 60292900

MR OB (Fn30) -

WEMBRIEEILS ) LOBERIZ L > TET L Z LD, ZOIRIELZ R, A2 « 16
EWNLT D92 T, ZTORKERSTNDYT ) AOEREZHS/NITEHZ L3O TEETH
%o AHIFFE Tl 2000 MK Z B 2 5 25O E M AR DUV CTEEEEE SNP 7 LA 12 L 5 /8N 72
7 DN A8 U CHE M AR O FR & 22 585 T BEZHLMNCTH 2 Lic kb, i gRE
ORI A X 5 & & HICE MR OREEEZH O T 2 Z 2N E LT TN, BF
ZEDRER . B BERIEEIZI5 1T 5 o-CBL B H2° IDH1/2 BIE T DA R F7- B A U o SJf|c
B D A20 BT ORECEREZELSBOBBTER - 7 DRENRIESINZ, Zhb0
2 B OBEREM) 7o AT 2 E e 0 FLIZ, 18 MARAEES OO T e O BRAF & 1E 5 18 1. oD i g% O fF 2 &
T 5L E BT, EMEREEOFHRIGRZW N ORBIZERL Y 2b0 B2 615,

MR OBEE (3E30) -

Hematopoietic neoplasms are caused by genetic alterations and as such, it is essential
to identify the spectrum of genetic changes incriminated in the neoplastic processes for
the development of novel diagnostics and therapeutics. In this study, we performed
comprehensive genetic analyses of more than 2,000 hematopoietic neoplasms using
high—-density SNP arrays. Though the high—throughput analysis we identified a number of
genetic changes that are relevant to the pathogenesis of hematopoietic neoplasms,
including mutations of ¢—CBL and IDH1/2 in myelodysplastic syndromes, and inactivating
mutation/deletion of A20 in non—Hodgkin lymphoma. Combined with subsequent functional
studies on these mutations, our finding provide an important insight into the molecular
pathogenesis of hemaopoietic malignancies.
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