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RBRFEDOBME (FEX) :

Better understanding of the underlying biology of primary central nervous system
lymphomas (PCNSLs) is critical for the development of early detection strategies,
molecular markers, and new therapeutics. This study aimed to define genes associated with
survival of PCNSL patients. Expression profiling was performed on 34 PCNSLs. A gene
classifier was developed using the random survival forests model. Based on this, Prognosis
Prediction Score (PPS) using immunohistochemical analysis is also developed and validated
in another data set with 38 PCNSLs. We identified 21 genes whose expressions were strongly
and consistently related to patient survival. A PPS was developed for overall survival
using a univariate Cox model. Survival analyses using the selected 21 gene classifiers
revealed a prognostic value for high—-dose methotrexate (HD-MTX) and HD-MTX containing
polychemotherapy regimen—treated patients. PPS using immunohistochemical analysis is
also significant in test and validation data set. The gene-based predictor was an
independent prognostic factor in a multivariate model that included clinical risk
stratification. We have identified gene expression signatures that can accurately predict
survival in patients with PCNSL. These predictive genes should be useful as molecular
biomarkers and could provide novel targets for therapeutic interventions
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