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WFFER RO (3532) : Highly pathogenic avian influenza A virus (HPAIV H5N1) is
currently widespread in several areas. Although the current HIN1 pandemic may have
diverted attention from the continuing worldwide circulation of H5N1 virus, the pandemic
threat of H5N1 is still alarming. In particular, Egypt has unexpectedly had the highest
number of human cases of H5N1 infection. In this study, we conducted a molecular-
epidemiological studies using H5N1 viruses isolated between 2006 and 2008-2009 in Egypt.
The phylogenetic results showed that recent human isolates clustered into several new H5
sublineages. As expected, we found that these H5 sublineages have acquired an enhanced
binding affinity for « 2,6 SA.
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