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2R OMEEE (FE30) 1 In this study, we have investigated the influence of malnutrition during
fetal period on stem cell properties of adulthood. Two models of rat intrauterine growth
retardation JUGR), dexamethasone or rapamycin exposure were analysed for gene expression
profile of offspring’s bone marrow using microarray technology. As a result, protease gene
expression, such as cathepsin K and granzyme B, which are indispensable for bone marrow
cell migration, were altered significantly in both of IUGR models in common. This result
indicates that malnutrition during fetal period may affect the function of stem cell niche in the

adulthood bone marrow.
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genbank genesymbol

BC089053  Lcn2
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Ptpnsl1l3_predicted

BC092580  RGD1359202
Lgalsh

U67915 Mept1

BC061740  Ceacaml
RGD1564936_predicted
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Cldn10_predicted
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Rpl12_predicted
Adamts13_predicted
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1.51
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2.25
2.18
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