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e RO EE  (330) : Radl8 is required for long—term maintenance of spermatogenesis
in mouse testes. We prepared fibroblasts from Chk2-Radl8 double knockout mice. The cells
grew very slowly and exhibited cellular senescence. The Cdk inhibitors such as pl6, p2l
and pb3 proteins were highly expressed in the cells. Many RPA protein foci were observed
in the nuclei of the cells, thus we inferred that loss of Chk2 and Radl8 resulted in
activation of ATR pathway and expression of Cdk inhibitors leading to low cellular growth
and senescence.
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