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EEER (EX) Control of environmental degradation rate of an aliphatic polyester
based on microbial degradation mechanism of a natural polyester.
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WFZERCR OB (F30) : We investigated expression mechanism of polymer—degrading enzyme
by biodegradable polymer—degrading microorganisms in order to control the degradation
start point of biodegradable polymer. Further we tried to prepare “the timed degradation
polymer” , which of the degradation start point would be controlled on the basis of
expression mechanism of their degrading enzymes.
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