%= C-19
HEMREFMEMRHRBES
PRk 2 345 A 2 0 HEAE

HBEEES : 354009
HEiER - EBME(C)
ZRHEAR : 2008~2010
EEES 20570098

HRRESL (F1X) ShaVRUTH ) LBITIZKD S 5E0ORM EEEDERA
EiEE4® (EX) Phylogentic and Evolutional Analysis of Acari by
Mitochondrial Genome Arrangement Determination and Sequencing
MEREKE
2K 8= (FUKUNAGA MASAHITO)
fRILKE - E28 - B
MEEES: 20132483

WFZERRE OMEE. (Fa30) : B b2 KU T4 AT 37T OG- & O & D OHIEER D 5 ik
STWNDHHEDONEN, £z 2D OB THERITIERRF STV TR E 22 e, L
ML Acariformes |ZJBT 5 ¥ = CIIBR M ERAEHR SN TS Z ERFx OMEN S
LT/ TeDTZO ERIZET 5 ¥ A2 MENICHRE, RMIBERER~T, ZToRRZ
OEBICHGEEND X =BT har R T 5 7 A3 A O#E(LE BT 72 2 & 3 HELE
iz,

WFZER R OMEEE (330) @ Most of animal mitochondrial genome consisted of 37 genes and one
control region. And also gene arrangement is rather conserved in their genome. However,
we found that some mite species classified into Acariformes have different mitochondrial
gene arrangement. So that we investigated whole mitochondrial genome sequencing in order
to determine their phylogenetic disposition of such organisms. The results showed the
unique gene order in the species and supposed that frequent and drastic gene rearrangement

occurred in the mite group at levels of the evolutionary ladder.
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