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AF v ho—7HE Methylobacterium sp. MAFF211642 O X % ) — )Lk F#EBESE (MDH)
AR ) —)VEFEHIZ 30uM La Z¥s/iid 2% & MDHIESERZF LS ERT5Z 2RV L,
La (XY MDH A#FEINDZ L a#@di, 2O La WINCL %5 MDH {HMEOFE 1L
Methylobacterium JBMIE I BAIZFEO biLlc, £z, A% —NVIEB{LENZALTNDHZ
& DR S VTV %  Bradyrhizobium J&#E T& %5 Bradyrhizobium sp.MAFF211645 @
MDH 7 Ce IZ LV FHE SN Z L &7z, LaX CeldAT 1 hr—7 o MDH % ##H
T5HZEEHLMNI LT, La KT Ce IZ LV FHEIN/-W MDH 05 FHEIT & HICHRE &
RC, fERT &L VAFFE &N T & 72 Methylobacterium JB#E > MDH O (~7 v lUEK) &
H7p o> Tz, E BT Methylobacterium JEHIE O La 758 MDH 728 xoxF &in1 OFEBLEY)
T& 5 Z &, Bradyrhizobium sp. MAFF211645 ® MDH 7} xoxFi&fn+ L [AFiE CTH D mxal"
BIRFHEM THDHZ L 2 IR L, mxaF B 1HEMTH D Cafk(FM MDH & B - 7o 8 {n 1
kW a—FahTnsZ 2B 6 Lz, La #E MDH IZB¥ 2 Zh & ORI ARAE
1BFM, D FEMFENCH - & BIFENEALTWD M extorquens AM1 BRIZBWTHIRD 5
1, La= Ce DMl OIRIRES T2 RS 21EHNH LD Z L 2 fEh LT,
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Methanol dehydrogenase (MDH) of Methylobacterium sp. MAFF211642, a methyl-
trophic bacterium, was remarkably increased by addition of La to methanol medium,
indicating that the MDH was induced by La. Induction of MDH by La was observed in
Methylobacterium spp. MDH of Bradyrhizobium sp. MAFF 211645 was also induced
by Ce. Thus, La or Ce can induce MDH in methylotrophic bacteria. Furthermore,
molecular structure of both MDHs was homodimer that was different to the hetero-
tetrameric structure of Ca-dependent MDH in Methylobacterium spp. In addition
La-induced MDH in Methylobacterium spp. and Ce-induced MDH in Bradyrhizobium
sp. MAFF211645 were found to be encoded by xoxF and mxalF’, respectively. These
phenomena were also observed in well-studied M. extorquens AM1.
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