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Restricted feeding schedule led to a shift of the peak of the expression of clock gene (per
2) and a hexose transporter gene (sgltl) to just prior to the start of feeding. The
binding of BMAL1 and acetylated histone H3 and H4 to the transcribed regions of
these genes was associated with changes in their expressions. These results suggest
that diurnal changes in expression of hexose transporter genes are regulated by a
feedback loop of clock genes.
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