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WFZERC R OMESE (2£30) @ Lung cancers with neuroendocrine features are usually highly
metastatic and aggressive. We investigated the relationship between ASH1 signaling and
epigenetic abnormalities in lung cancers, because neuroendocrine features are induced
by ASH1. Our findings revealed a novel tumor suppressor candidate gene, which is
suppressed by ASH1 signaling and epigenetic abnormalities. We also found ASH1-upregulated
miRNA and characterized the epigenetic status of its promoter region. Finally, a
tetracycline—inducible ASH1 expression system was established.
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