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DNA i HHERE DB MG T & B IMIKIERE PCRIEDEA B ARETH D Z LN o7,

PP ERTFTdH 5 SRY 1Z. proto Y Yuffk 23 - 72 SOX3 (SRY-related HMG—box3) EixT D
31z DGCR8 (DiGeorge syndrome critical region gene 8) @ cDNA 284 A L. #AELT-Z &
DA BMNETeoT, Flo, Y YRS BIENT OFER, HARNTS ML C, DE, 02bx, 02bl, 03 @
TN—FICFEES ., BEIZE -7 2 OB (R, ER) HHKVST->TWnWA D
EDRHHLMNE ST,

WEZER SR OMEEE (Z30) @ We developed a rapid and simple system of detecting deletions on
the Y chromosome related with male infertility using multiplex PCR and microchip
electrophoresis. Moreover, direct PCR from whole blood was found to be able to use.

The mammalian SRY gene emerged by the gain—of-function mechanism; cDNA of the DGCRS
gene was inserted upstream of an ancestral SOX3 gene on proto—sex chromosomes. As a result
of Y chromosomalpolymorphism analysis, the Japanese men were classified in the
haplogroupC, DE, 02b%, 02bl and 03, and two genetic different populations (Jomon and
Yayoi) exist in Japan.
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