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The aim of this study was confirm a molecular basis for utilization of DNase I as a
diagnostic marker death due to acute myocardial infarction; (1) SNP of DNase I exon8
A2317G is the same tendency of Asians, and this SNP affect to heat sensitivity and optimum
pH. (2) Detect of DNase I activity within 10 minutes using microchip electrophoresis
(3) Unable to detect cytokines mRNA of postmortem cardiac tissue. (4) Unable to detect
NT-pro-BNP using postmortem blood for novel diagnostic method. (5) SNP of DNase I, type

of 1-2 is the risk factor for myocardial infarction.
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