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data to linkage analysis programs including MLINK, Superlink, Merlin and Allegro. SNP

: We have developed SNP HiTLink which can directly import SNP chip

genotyping and linkage analysis can be completed minimally 4 days. Results of SNP linkage
mapping are similar to those obtained by microsatellites markers and to those of radiation
RH mapping. A novel mutation of FLVCRI was identified in a Japanese family accompanying
with posterior column ataxia with retinitis pigmentosa. Clinical implementation is also

useful to improve genetic diagnosis.
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