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WFFERE RO (L) : We have identified three novel chimeric transcripts, MOZ-LEUTX,
PAX5-FOXP2, IGH-BACH2, in leukemia or lymphoma samples. We also identified novel
types of abnormal transcripts of DCC gene in multiple myeloma. Further analysis of these
transcripts will reveal the unknown mechanism in tumorigenesis of various types of
malignancies.
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