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The aims of this study is to discover oxygen sensitive-protein using ductus arteriosus ( DA)
and peripheral pulmonary arteries ( PPA ) by proteomics analysis. Fetus rabbit DA and
newborn rabbit PPA are used. Protein analysis is performed by SELDI TOF-MS analyzer
and QSTAR Elite Hybrid LC-MS/MS system. Proteins highly expressed in DA compared to
PPA are observed by SELDI TOF-MS system. Similarly, proteins highly expressed in mature
fetus DA compared to immature fetus DA are observed by QSTAR Elite Hybrid LC-MS/MS

system.
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Endool in (Heat shock protein 90 1 2.54 urokinase-type plasminogen activator
ndoplasmin (Heat shock protein
1 5.72 kDa beta member 1) (94 kDa 2| 1.40 solute carrier family 16 member 2
glucose-regulated protein) (GRP94) 31 0.72 antibody variable domain
9 4.00 Glyceraldehyde-3-phosphate 4 0.59 Kallikrein 1
’ dehydrogenase (GAPDH) ’ atikrem
3 2.01 LIM and SH3 protein 1 5] 0.54 T-cell receptor precursor (V-J-C region)
4 1.70 Histone H1.4 6 0.51 immunoglobulin heavy chain V-D-J
region
5 1.08 Na(+)/H(+) exchanger
. 0.43 immunoglobulin kappa light chain VkJk
6 0.77 pro alphal type II collagen : region
7 0.52 immunglobulin heavy chain variable 8| 0.38 protein kinase C, zeta
region 9 0.36 nuclear receptor subfamily 3, group C,
g 0.15 translation initiation factor ) member 1 (glucocorticoid receptor)
' elF-2B-delta 10| 0.29 protein of unknown function
9 0.13 ezrin 11| 0.27 CD5 molecule
. 12 .1 D80
10 0.12 aquaporin 5 0.19 CD8O precursor
13| 0.18 interleukin-10
11 0.11 troponin T cardiac isoform
14| 0.15 lefty
Keratin, type II cytoskeletal 3 k tio t lation initiation factor 4
12 0.11 (Cytokeratin-38) (CK-3) (Keratin-3) 15| 0.14 euaTyotic transiation mitiation factor
(K3) gamma, 2
13 0.11 antibody variable domain 16| 0.13 cytochrome c oxidase subunit I
14 0.10 CD1e molecule 17| 0.12 Niemann-Pick disease, type C1
15 0.06 lactase-phlorizin hydrolase 18] 0.11 chondromodulin-T precursor
16 0.06 immunoglobulin kappa light chain 19! o.10 immunoglobulin h.eavy chain V-D-J
) variable region region
histocompatibility antigen DM 201 0.08 Chloride channel protein 3 (C1C-3)
17 0.06 heterodimer heavy chain 91| .08 chaperonin containing TCP1, subunit
) 6B (zeta 2)
99| 0.07 immunoglobulin heavy chain V-D-J
) region
23| 0.07 Kir4.1
241 0.06 cathepsin W
25| 0.06 immunoglobulin heavy chain variable
) region
96| 0.05 RecName: Full=Nuclear autoantigenic
) sperm protein; Short=NASP
97| 0.08 immunoglobulin heavy chain V-D-J
’ region
Potassium voltage-gated channel
281 0.05 subfamily D member 1 (Voltage-gated
potassium channel subunit Kv4.1)
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