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Integrated analysis of microRNA expression and epigenetics in
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In this project, an integrated analysis of epigenetic and microRNA expression in esophageal cancer cells
was performed. We obtained genomewide information of DNA methylation, by high-throughput
sequencer, and we showed that miR-106b cluster, miR-141, miR-210, miR-593* target p21/Bim, YAPI,
EGFRLI, and PLKI, respectively, to regulate cell growth, cell cycle, chemo-resistance of esophageal
cancer. This finding provided deep biological insights into esophageal cancer research field.
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