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HEiEER (EX) Developing new diagnostic kit for prostate cancer through detecting
methylated DNA in urine sample
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WFZER R OMEEE (3230) @ We screened methylated DNA by using oligomicroarray analyses of
prostate cancer cell lines treated by a demethylating agent and focused on APC, GSTPI1,
and MT1G. Prostate tissues and urine samples were used for extracting their DNA, which
were subjected to methylation specific PCR. The methylation status of MT1G was
significantly associated with tumor stage. These markers may have potential abilities

to distinguish prostate cancer from benign prostate hypertrophy.
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6 | MDR1 70-95% 9
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