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MFFERE IR OMEEE (J£30) : To reveal the molecular mechanism of moltinism in the silkworm,
positional cloning of mod, rt, Mloci was performed in this study. A gene responsible for the
mod was identified and its function was demonstrated: mod plays an essential role in JH
biosynthesis. The genomic region corresponding to r¢ and M was narrowed to ~400 and ~40
kb, respectively. The results suggest that the M locus corresponds to a transcription factor
that potentially involves in biosynthesis of ecdysteroids.
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