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Model i ng and Si mu

In order to understand the dynamic nature of living cells, an integrative approach to
reconstruct cell models with existing biological knowledge and huge masses of omics data
for quantitative simulation is a necessary step for the advancement of systems biology. For
this purpose, we have developed a modeling and simulation environment as online web
services, including a software for cell model prototyping, a database system of quantitative
data, and a set of web services for simulation and analyses.
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