#&=X C-19
HEMREMHBEWRRRBRES

R 22 48 5 A 19 HEE

WEEE - EEHE (B)

2T HAR - 2008 ~2009

REHES 20760538

HREES (FIX) NAATH/ —LOMRMEEERIELERA—/ —BEBOEE

MEEEL (EX) Breeding of yeast for efficient bio—ethanol production

MERKRE
Z%= —F (NINOMIYA KAZUAKI)
®RKE - RAXBHIREHR 52— - B
HREES : 10379125

MFERREOE (F130) - BT —BERBIE 2 R EET 570010, MiaREIcRBl Lzt
NI — P OBMEAEZR LA ERLO TCHEHREICE IR D EITLD.,
Fluorescence-activated cell sorter (FACS) & T, /T —¥ @RBIRK & 2G5 D Eu
HMIRAERT & LT, BREERET A 77 Y —/» D high—throughput (Z/7HR L7z, & OFER, Hikk
MT8-1TTT ¥RDE /LT —BIHMEM 1.6X10° U/0D unit TH oD L, Bk S - RERHEN
DENT—BIEMEIX 5.2X107° U/0D unit ~A ESEDHZ ENTE T,

B2 S OMETE (J230) : By using immunocytochemistry and fluorescent activated cell sorter
(FACS), yeast population highly expressing cellulase on the cell surface was enriched
from the mutant population prepared by irradiation with carbon ion beams (220 MeV '2C*,
100 Gy). The cellulase activity of selected yeasts was 5.2X10° U/OD unit, whereas
cellulase activity of parental strain was 1.6X107 U/0D unit.
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Fig. 1 Strategy for yeast improvement by
evolutionary metabolic engineering
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Fig. 2 Scatter plots of FITC and PE fluorescence
corresponding to EGII and CBHII expression
on vyeast cells, respectively. (A) Parental
yeast strain of MT8-111l. (B) Selected yeast
from P4 region cells sorted from ion-beam
irradiated MT8-1111.
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