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Tumor necrosis factor (TNF)-related apoptosis-inducing ligand/Apoptosis ligand 2
(TRAIL/Apo2L) induces tumor cell specific apoptosis. In the extracellular domain of
TRAILR1, there are two SNPs (H141R and R209T) which were reported to be associated
with cancers. We expressed and refolded TRAIL and TRAILR1 recombinant protein in £.
coli in order to assess the effects of these polymorphisms to the ligand-receptor interaction.
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