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WFER RO 2L (330) : Bombyx mori macula-like virus (BmMLV) persistently infects to B.
morr-derived cell lines. However, the mechanism of virus replication is unknown. To clarify
this, yeast two-hybrid screening was performed and showed that the interaction of BmMLV
HELICASE and several translational factor of B. mori. Also, the screening showed that the
dimerization of BmMLV HELICASE. In addition, we developed an infectious full-length
c¢DNA clone of BmMLV.
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