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In this study, the function and structure of a polyphosphate-related protein— 

Rv2613c—was analyzed. This protein is encoded by Rv2613c, a gene that is found in Mycobacterium 

tuberculosis H37Rv and has unknown function. The results showed that Rv2613c has diadenosine 

polyphosphate (ApnA) phosphorylase activity. Furthermore, Rv2613c was found to have a tetrameric 

structure that is unique among enzymes that use ApnA as a substrate, and it was found that the formation 

of the tetrameric structure of Rv2613c is essential for its enzymatic activity. 
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Table 1  

Enzyme Activity (U/mg) 

Wild-type 8.69 

N139A Not Detected (ND) 

N139Q ND 

G146Q 1.19 

S147A 0.96 

S147T 1.92 
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