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Chlamydia is obligate intracellular pathogen, which replicates within vacuole
in host cell cytoplasm, called “inclusion body”. In this study, aiming at understanding
the relationship between biogenesis of inclusion bodies of Chlamydophila psittaci, a
causative agent for a zoonotic psittacosis, and its pathogenesis. As a result of C.
psittaci library screening by using C. psittacrinfection specific serum, the clone
encoding one of the polymorphic membrane protein (pmp) genes was obtained
(temporary named as PmpX), and functional analysis of PmpX was done. Currently,
further investigation of the role of C. psittaci Pmp family proteins (especially PmpX) in
biogenesis of chlamydial inclusion bodies and in pathogenesis are on going.
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CF0218-ELISA
Positive Negative Total
Positive 2(4.5) 19 (43.2) 21(47.7)
IFA  Negative 1(2.3) 22 (50.0) 23 (52.3)
Total 3(6.8) 41(93.2) 44 (100.0)
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Positive Negative Total
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Sensitivity (95%Cl), 78.3% (74.6-80.3%; Specificity (35%Cl), 99.1% (98.0-99.6%)
Positive predictive value( 955:CI), 85.7% (91.2-98.1%)
Negative predictive value (5% CI), 94.4% (33.4-84.9%)
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