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Study on molecular pathogenesis of canine progressive retinal atrophy
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WFZER R OME (F30) : A mutation of RPGRIPI gene cause progressive retinal atrophy
(PRA) in miniature dachshund was reported. In the present study, we analyzed the
expression of the RPGRIPI gene in a healthy dog, and of RPGRIP1 molecules in cultured

cells.
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