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The nucleolar histone deacetylases involved in leaf development
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e OB (Fn3X) : A XF X F D AS2/LOB R XA % /378 ASYMMETRIC
LEAVES2 (AS2) BB L UB/MERERE X 7 & F bl HDT1/2 X, KR LT
HEDORDIREIZED S, L, ZO5FEBIIAIRENZ N, RIFETIL, RAR
B AS2 & HDT1/2 Z iRt LTz, A& OHTNG AS2 % /X7 1%, AS2/[LOB R A A &
IZE Y Myb KA A &2 AS1 O N R 2 & Te~T v WUEALL DA IR Z 1AL
T2 LN, ZTOBRBICKEATH D Z LbhroTz, ASI-AS2 AL, HDT1/2 A R1E
T 2B MRICBEE T D TERDIRAEE (RIS RTE T 2. HDT1/2 O JRTESIEHE Ot 2 fei T 5
Z L T AST-AS2 &KL HDT1/2 D E DA =X LEW LN TE L EWIFFCE 5,
FFFERR DOBEEE (3£3C) : The AS2/LOB-domain protein, ASYMMETRIC LEAVES2 (AS2), and
nucleolar localized histone deacetylases, HD'T1/2, are involved in the determination of leaf
shape in Arabidopsis. However, the molecular mechanisms underlying these phenomena
are largely unknown. I investigated the functions of missense mutants of AS2 and HDT1/2
proteins. The missense mutants of AS2 revealed that the in vivo function of AS2 required
the formation of hetero-tetramer including the N-termini of AS1 through the
AS2/LOB-domain. The AS1-AS2 complex localizes the speckled bodies adjacent nucleoli, in
which HDT1/2 localize. The analyses of HDT1/2 provide the further understanding of the

mechanism underlying the synergistic interaction between the AS1-AS2 complex and
HDT1/2.
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