0o Cc-19
dodobooooooboboooon

g odo 50 1000

O0O0O0O0OOoOOoOoBd

000002008 O 2009

00O 000 20790034

O0000000O0 AcEOOO0O0DOOO0O0OOOCOO0ODOOOOO0OOCOOOOOOOOOn
00

O00000DOO0O AGE-RAGE interaction as a target for drug design against diabetes
complications

oooono

OO 0O0O0OYOSHIDA TAKUYAO

ooooooooooooo

O0000000294116

obooobooooom

AGEOOODOUOORAGEDD AGEODDOOOODOOOODODDOODOOODOODOOOOO
NMR 00000000000 O0ODOODOOOOODOODOOODOODOODOOODOODODOOOD
gooobooboboooboobooboboboboobooboboboboooboobo
OOODO0OOOELISASPR OO NMR O0O0O0O invitro OO000OO0O0OOO0OODOOOOO
RAGE-AGEOODOOOO0ODOOOOODOOOOODOOOO

oodoooooooom

We have analyzed the conformational dynamics of the variable-type domain of RAGE
(Receptor for AGE), which has been revealed to contain the binding site of AGE. Based on
the results of NMR and MD calculation, a combination of virtual and in vitro screening was
carried out to find suitable chemical compounds to interfere with the AGE-RAGE binding.
As a result, chemical compounds were identified as candidates for RAGE inhibitor.
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