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/n silico screening and characterization of modulators of
the unfolded protein response (UPR)
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WFZeR R OMEEE  (3230) @ The unfolded protein response (UPR) is a homeostatic response in
mammalian cells that allows cells to adapt to environmental changes and physiological
stresses. The UPR has been recently associated with several human diseases, and UPR
activation results in tumor malignancies and anti—tumor drug resistance in poorly
vascularized solid tumors. Thus, disrupting the UPR is a promising target for cancer
treatments. In the present study, we identified novel UPR-modulatory compounds by 7n
silico screening using gene expression profiles. We demonstrated that these compounds
inhibited UPR activation and caused selective and massive killing of cancer cells during
glucose deprivation stress.
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