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Large-scale mathematical model of metabolism in human red blood
cells predicted that high extracellular adenosine resulted in decrease in intracellular ATP
levels, and that the reduction of cellular energy would be compensated by glycolytic
activation through hypoxia-induced hemoglobin-transition. A simulation model that can
reproduce the metabolic behavior in long and cold stored red blood cells in MAP solution
was also developed. The MAP-stored model would contribute to high-throughput and
low-cost screening of optimized stored condition.
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