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WFZER R OEE (F230) . We analyzed epigenome or small RNA in oocytes and trophoblast
stem cells. During aging, imprinting was not aberrant in mouse oocytes. Maternal
inherited microRNAs (miRNAs) in mouse oocytes are essential for early embryogenesis
before zygotic expression after fertilization. Among miRNAs expressed in oocytes, the
expression patterns are mainly decreasing in aged oocytes. Second, we focused oocyte
growing which is the stage to establish DNA methylation with imprinted genes. During
oocyte growing, miR-290 members were identified as a miRNA cluster only expressed in
growing oocytes. Sequencing of small RNA in TS cells was finished and has been analyzed
by bioinformatics technique.
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