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WFIER S OME (30) : Cyclic-di-GMP affected suppressively on biofilm formation. A
biosynthetic gene of cyclic-di-AMP became identified and was confirmed its function. It is
essential in Staphylococcus aureus. Internal concentration of cyclic-di-GMP and
cyclic-di-AMP did not affected by plasmid-mediated overexpression, presumed the strict
regulation system on the production of these molecules. Amount of biofilm formation of
clinical isolates associated with catheter infection varied among strains and not related
with their origins. Biofilm of some strains were affected by DNase, Proteinase K or
Dispersin B indicated that components of biofilm also differ among strains.
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Eq11B. biofilm formation of Staphylococcus genus genus with human plasma
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