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WEFER S OEZE (9£3C) : This study was done to understand the regulatory mechanism of
virulence gene expression by the Hha and GrlA proteins in enterohemorrhagic Escherichia
coli (EHEC).This study showed that: 1) the loss of Hha suppressed the ability of GrlA
to activate virulence gene expression, 2) GrlA had no effect on the expression of Hha,
and 3) GrlA did not interact with Hha. These results suggested that GrlA might regulate

Hha activity through unidentified factor(s).
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