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WFZERCR-OMEBE (33L) : To confirm the pathogenesis of the novel candidate genes for
autosomal recessive—late onset familial Parkinson disease (ARLOPD), I performed mutation
screening in approximately 900 patients with Parkinson disease. Although I detected the
heterozygous mutation in two patients, I still cannot conclude whether the gene is the
definitive causal gene for ARLOPD. In addition, I found the new locus for ARLOPD. Further
investigation is needed to identify the causal gene for ARLOPD.
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