C-19

22 5 19

®
2008 2009

PU.1
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Multiple myeloma is an incurable hematological malignancy that is resistant to several
chemotherapeutic agents so that we need to define new biologic parameters and molecular
targets. We previously reported that PU.1 and NF-kB are the molecular targets of multiple
myeloma patients. Here, we investigated the correlation between survival of 39 myeloma
patients and their expression levels of PU.1 and MUM1 (Multiple Myeloma Oncogene 1 or IRF4).
Based on PU.1 and IRF4 expression level, we provisionally divided the myeloma patients
into four groups (i.e. PU.1 low IRF4 low PU.1 low IRF4 high PU.1 high IRF4 high

PU.1 high IRF4 high). Patients in low PU.1 and high IRF4 expression subset may have a
poor prognosis compared with other groups. Exogenous expression of IRF4 could not cancel
the growth arrest of KMS12PE expressing PU.1. Additional follow-up studies will be required
to define that the expression levels of PU.1 and IRF4 expressions are useful prognostic
factors for multiple myeloma patients.
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