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MR O (3530) : BAP1 interacts with BARDI1.

BAP1 inhibits the E3 ligase activity of BRCA1 by interfering the BRCA1/BARD1 RING
heterodimer formation.

BAP1 is capable of deubiquitinating BRCA1 autoubiquitinated.

BAP1 and BRCA1/BARD1 coordinately regulate ubiquitination during the DNA damage
response and the cell cycle.
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