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Gene expression analyses for predicting lymph node metastasis of T1 colorectal cancer.
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Prediction of lymph node metastasis before treatment enables individualized treatment of colorectal

cancer (CRC), especially in T1 CRC. We have reported that 10 genes were found to correlate with
dedifferentiation at the invasion front of colorectal cancer by cDNA microarray analysis (Clin
Cancer Res 2008; 14:7215-7222). These 10 genes might be clinical markers to predict the lymph
node metastasis in CRC. Real-time RT-PCR and immunohistochemical studies showed expression
levels of CITED1 were statistically related with lymph node metastasis in T1 CRC. CITED1

expression level may predict lymph node metastasis in T1 CRC.
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