C-19

22 5 26

)
2008 2009

20791161

Proof of relationship between cervical cervicitis and cervical

HPV genotype, inflammation factor and genomic instability
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HPV types 16, 52, 58 and 31 were frequently detected in
Japanese women with cervical neoplasias and several unspecified-risk HPV might be
high-risk types. A single infection of high risk type HPV ,punctate signal
pattern ,inflammation markers(NF-kpB and iNOS), genomic instability (LOH and MSI)

seemed to be closely correlated with cervical carcinogenesis.
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