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WFZE R R O EE (3530) :Host defense against tumors are controlled by several immunological
mediators including cytokines that play an important role in host—tumor immune system
conflict. In this study, we sought to clarify whether the cytokine gene expression profile
could have clinical association with ovarian cancer development and /or progression. We
found that a cytokine gene expression signature of ovarian cancer could distinguish the
histological subtypes and prognosis. A unique expression pattern found in ovarian clear

cell adenocarcinoma might be involved in the pathogenesis of this subtype of ovarian

cancer.
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TagMan Gene Expression Assays
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